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Comparative proteomics of two Populus spp. ( Section Tacamahaca) allotriploid
derived by different types of 2n female gamete and their parents
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Abstract  Objective Although Populus allotriploid has a prominent vegetative growth advantages the
underlying molecular mechanisms have not yet been revealed and elucidated. This work was designed to
investigate proteins differentially expressed in the two Populus allotriploid derived by different types of 2n
female gamete and their parents. The results will provide the scientific foundation for Populus polyploidy
selection and genetic improvement. Method The iTRAQ proteomics approach was used in this study.
The extracted proteins were digested using FASP method and identified by iTRAQ coupled with LC-MS/
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